







































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































		 Placebo	Group	 Vit	D	Group	 Total	 P	Value	
		 (n=30)	 (n=29)	 (n=59)	 		
Characteristic	 		 		 		 		




Men	 14(47)	 17(59)	 31(53)	 		




NZ	European	 24(83)	 22(76)	 46(79)	 		
NZ	European/Māori	 1(3)	 0(0)	 1(2)	 		
Māori	 0(0)	 1(3)	 1(2)	 		
Dutch	 1(3)	 1(3)	 2(3)	 		
Other	European	 1(3)	 2(7)	 3(5)	 		




Winter	 5(17)	 8(28)	 13(22)	 		
Spring	 8(27)	 5(17)	 13(22)	 		
Summer	 6(20)	 7(24)	 13(22)	 		












		 Placebo	Group	 Vit	D	Group	 Total	 P	Value	
		 (n=30)	 (n=29)	 (n=59)	 		
Characteristic	 		 		 		 		




I	 6(20)	 5(17)	 11(18)	 		
II	 21(70)	 18(62)	 39(66)	 		
III	 2(7)	 6(21)	 9(15)	 		




Right	colon	 16(53)	 12(41)	 28(47)	 		
Left	colon	 7(23)	 5(17)	 12(20)	 		



















		 Placebo	Group	 Vit	D	Group	 Total	 P	Value	
		 (n=30)	 (n=29)	 (n=59)	 		
Characteristic	 		 		 		 		
Baseline	calcidiol	(nmol/L),	mean	(sd)	 58(27)	 58(23)	 58(25)	 0.96	




















		 Placebo	Group	 Vitamin	D	Group	 Total	 P	Value	
		 (n=30)	 (n=29)	 (n=59)	 		




I	 5(17)	 7(24)	 12(21)	 		
II	 11(37)	 11(38)	 22(38)	 		
III	 11(37)	 9(31)	 20(34)	 		




G1	 0(0)	 0(0)	 0(0)	 		
G2	 24(83)	 24(83)	 48(81)	 		
G3	 5(17)	 5(17)	 10(17)	 		






















		 Placebo	Group	 Vitamin	D	Group	 Total	 P	Value	
		 (n=29)	 (n=29)	 (n=58)*	 		
Postdose	calcidiol	(nmol/L),	mean	(sd)	 49(19)	 87(22)	 69(28)	 <0.001#	
Pre	&	post	calcidiol	comparison	 0.2	 <0.001$	 0.036	 		
Postdose	calcium	(mmol/L),	mean	(sd)	 2.26(0.09)	 2.25(0.12)	 2.25(0.10)	 0.61	






















		 Placebo	Group	 Vitamin	D	Group	 Total	 P	Value	
		 (n=29)	 (n=29)	 (n=58)*	 		
Day	stay	(days),	median	(range)	 7(4-45)	 8(4-37)	 7.5(4-45)	 0.83*	




0	 8(28)	 10(35)	 18(31)	 		
1	 9(31)	 9(31)	 18(31)	 		
2	 4(14)	 3(10)	 7(12)	 		
3	 5(17)	 3(10)	 8(14)	 		
4	 1(3)	 2(7)	 3(5)	 		
5	 0(0)	 1(3)	 1(2)	 		




I	 22(46)	 11(26)	 33(56)	 		
II	 23(48)	 27(64)	 50(85)	 		
IIIa	 2(4)	 2(5)	 4(7)	 		
IIIb	 1(2)	 2(5)	 3(5)	 		
IVa	 0(0)	 0(0)	 0(0)	 		
IVb	 0(0)	 0(0)	 0(0)	 		





































































































































































































































































































































































































































































































































































































































































































































































































































































































Gene	 Log	fold	change	 Average	expr	 t	statistic	 p-value	
Adjusted	p-
value	 B	statistic	
LCN2	 1.21	 8.92	 3.72	 <0.001	 1	 -0.9	
SULT1C2	 0.32	 6.1	 3.65	 <0.001	 1	 -1.03	
ZNF137P	 -0.15	 6.32	 -3.34	 <0.01	 1	 -1.65	
DUOX2	 0.59	 7	 3.28	 <0.01	 1	 -1.75	
LYPD6B	 0.2	 6.45	 3.12	 <0.01	 1	 -2.05	
C10orf116	 -0.52	 9.88	 -3	 <0.01	 1	 -2.28	
SLC38A4	 -0.42	 6.46	 -2.82	 <0.01	 1	 -2.57	
SLC7A11	 0.36	 6.86	 2.82	 <0.01	 1	 -2.58	
DUOXA2	 0.34	 6.84	 2.62	 <0.05	 1	 -2.92	














































































"01100"	 Metabolic	pathways	 <0.001	 <0.001	 1074	
"00071"	 Fatty	acid	metabolism	 <0.001	 <0.001	 40	
"00982"	 Drug	metabolism	-	cytochrome	P450	 <0.001	 0.002	 61	
"00980"	 Metab	of	xenobiotics	by	cytochrome	P450	 <0.001	 0.003	 60	
"04977"	 Vitamin	digestion	and	absorption	 <0.001	 0.003	 23	
"00350"	 Tyrosine	metabolism	 <0.001	 0.012	 41	
"00590"	 Arachidonic	acid	metabolism	 <0.001	 0.018	 56	
"03320"	 PPAR	signaling	pathway	 <0.001	 0.018	 69	
"04974"	 Protein	digestion	and	absorption	 <0.001	 0.022	 75	
"00640"	 Propanoate	metabolism	 0.0011	 0.024	 32	










































































































GO:0005615	 Extracellular	space	 <0.001	 <0.001	 965	
GO:0044281	 Small	molecule	metabolic	process	 <0.001	 <0.001	 1356	
GO:0045926	 Negative	regulation	of	growth	 <0.001	 0.013	 17	
GO:0000278	 Mitotic	cell	cycle	 <0.001	 0.025	 380	
GO:0005788	 Endoplasmic	reticulum	lumen	 <0.001	 0.026	 165	
GO:0071294	 Cellular	response	to	zinc	ion	 <0.001	 0.026	 12	
GO:0007586	 Digestion	 <0.001	 0.027	 44	
GO:0030212	 Hyaluronan	metabolic	process	 <0.001	 0.027	 22	
GO:0042953	 Lipoprotein	transport	 <0.001	 0.036	 14	
GO:0048015	 Phosphatidylinositol-mediated	signaling	 <0.001	 0.036	 128	
GO:0071682	 Endocytic	vesicle	lumen	 <0.001	 0.036	 14	
GO:0001523	 Retinoid	metabolic	process	 <0.001	 0.038	 54	
GO:0005975	 Carbohydrate	metabolic	process	 <0.001	 0.039	 320	






























































Gene	 Log	fold	change	 Average	expr	 t	statistic	 p-value	 Adjusted	p-value	 B	statistic	
MSRB2	 -0.41	 9.03	 -3.47	 <0.01	 0.97	 -1.32	
C5orf35	 -0.31	 6.31	 -3.32	 <0.01	 0.97	 -1.62	
CBX2	 0.32	 6.73	 3.31	 <0.01	 0.97	 -1.64	
SLC43A2	 0.18	 7.76	 3.29	 <0.01	 0.97	 -1.68	
MPP7	 -0.47	 7.62	 -3.29	 <0.01	 0.97	 -1.69	
CMAS	 -0.37	 8.5	 -3.26	 <0.01	 0.97	 -1.74	
CDR2L	 0.2	 7.37	 3.25	 <0.01	 0.97	 -1.75	
GRAMD1C	 -0.31	 6.36	 -3.25	 <0.01	 0.97	 -1.76	
DERA	 -0.39	 8.71	 -3.21	 <0.01	 0.97	 -1.82	

























































































"00071"	 Fatty	acid	metabolism	 <0.001	 <0.001	 40	
"05012"	 Parkinson's	disease	 <0.001	 <0.001	 118	
"00280"	 Valine,	leucine	&	isoleucine	degradation	 <0.001	 0.002	 44	
"01100"	 Metabolic	pathways	 <0.001	 0.003	 1074	
"00410"	 beta-Alanine	metabolism	 <0.001	 0.004	 22	
"00190"	 Oxidative	phosphorylation	 <0.001	 0.005	 120	
"00640"	 Propanoate	metabolism	 <0.001	 0.005	 32	
"03320"	 PPAR	signaling	pathway	 <0.001	 0.006	 69	
"05010"	 Alzheimer's	disease	 <0.001	 0.006	 161	
"05016"	 Huntington's	disease	 <0.001	 0.01	 176	
"04146"	 Peroxisome	 0.0011	 0.02	 77	
















































































































GO:0006635	 Fatty	acid	beta-oxidation	 <0.001	 <0.001	 33	
GO:0005743	 Mitochondrial	inner	membrane	 <0.001	 <0.001	 290	
GO:0022904	 Respiratory	electron	transport	chain	 <0.001	 0.007	 86	
GO:0005777	 Peroxisome	 <0.001	 0.008	 88	
GO:0044237	 Cellular	metabolic	process	 <0.001	 0.017	 119	
GO:0006120	 Mitochondrial	electron	transport,	NADH	to	ubiquinone	 <0.001	 0.02	 38	
GO:0044281	 Small	molecule	metabolic	process	 <0.001	 0.028	 1356	
GO:0008150	 Biological	process	 <0.001	 0.032	 547	






































































































































































"03010"	 Ribosome	 <0.001	 <0.001	 86	
"03050"	 Proteasome	 <0.001	 <0.001	 44	
"03008"	 Ribosome	biogenesis	in	eukaryotes	 <0.001	 <0.001	 71	
"00970"	 Aminoacyl-tRNA	biosynthesis	 <0.001	 <0.001	 41	
"03013"	 RNA	transport	 <0.001	 <0.001	 142	
"03018"	 RNA	degradation	 <0.001	 0.005	 70	
"00670"	 One	carbon	pool	by	folate	 <0.001	 0.007	 18	
"00230"	 Purine	metabolism	 <0.001	 0.01	 152	
"04512"	 ECM-receptor	interaction	 <0.001	 0.018	 84	
"04110"	 Cell	cycle	 0.002	 0.037	 123	
"03030"	 DNA	replication	 0.002	 0.039	 36	
"03020"	 RNA	polymerase	 0.003	 0.046	 27	






















GO:0016070	 RNA	metabolic	process	 <0.001	 <0.001	 240	
GO:0016071	 mRNA	metabolic	process	 <0.001	 <0.001	 218	
GO:0010467	 Gene	expression	 <0.001	 <0.001	 649	
GO:0006412	 Translation	 <0.001	 <0.001	 235	
GO:0000278	 Mitotic	cell	cycle	 <0.001	 <0.001	 382	
GO:0003735	 Structural	constituent	of	ribosome	 <0.001	 <0.001	 143	
GO:0019083	 Viral	transcription	 <0.001	 <0.001	 80	
GO:0006614	 SRP-dependent	cotranslational	protein	 <0.001	 <0.001	 105	
GO:0006413	 Translational	initiation	 <0.001	 <0.001	 129	
GO:0006415	 Translational	termination	 <0.001	 <0.001	 86	
GO:0044822	 Poly(A)	RNA	binding	 <0.001	 <0.001	 1031	
GO:0006414	 Translational	elongation	 <0.001	 <0.001	 92	
GO:0031145	 Anaphase-promoting	complex-dependent*		 <0.001	 <0.001	 79	
GO:0000184	 Nuclear-transcribed	mRNA	catabolic	process	 <0.001	 <0.001	 110	


























change	 Average	expr	 t	statistic	 p-value	
Adjusted	p-
value	 B	statistic	
SLC43A2	 -0.3	 -0.05	 -4.04	 <0.001	 0.95	 -0.94	
LMF1	 -0.2	 0.04	 -3.7	 <0.001	 0.95	 -1.51	
EXOC6B	 -0.19	 0.19	 -3.38	 <0.01	 0.95	 -2.01	
N4BP3	 -0.16	 -0.03	 -3.22	 <0.01	 0.95	 -2.26	
LRRC42	 0.21	 -0.04	 3.13	 <0.01	 0.95	 -2.39	
KCND3	 -0.17	 -0.01	 -3.05	 <0.01	 0.95	 -2.51	
CNTROB	 -0.17	 -0.04	 -3.05	 <0.01	 0.95	 -2.52	
SPTA1	 -0.14	 -0.04	 -2.98	 <0.01	 0.95	 -2.61	
C21orf56	 -0.25	 -0.08	 -2.96	 <0.01	 0.95	 -2.65	


































































"03010"	 Ribosome	 <0.001	 0.0012	 86	





















































































GO:0016071	 mRNA	metabolic	process	 <0.001	 0.012	 218	
GO:0005080	 Protein	kinase	C	binding	 <0.001	 0.017	 43	
GO:0006415	 Translational	termination	 <0.001	 0.017	 83	
GO:0016070	 RNA	metabolic	process	 <0.001	 0.017	 240	
GO:0019058	 Viral	life	cycle	 <0.001	 0.017	 113	
GO:0019083	 Viral	transcription	 <0.001	 0.017	 80	
GO:0045095	 Keratin	filament	 <0.001	 0.017	 81	
GO:0030054	 Cell	junction	 <0.001	 0.017	 377	
GO:0000502	 Proteasome	complex	 <0.001	 0.019	 55	
GO:0006418	 tRNA	aminoacylation	for	protein	translation	 <0.001	 0.019	 42	
GO:0000184	 Nuclear	-transcribed	mRNA	catabolic	process	 <0.001	 0.024	 112	
GO:0006413	 Translational	initiation	 <0.001	 0.024	 114	
































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































VDS 01 Group 1   
VDS 02 Group 2   
VDS 03 Group 1   
VDS 04 Group 2   
VDS 05 Group 1   
VDS 06 Group 2   
VDS 07 Group 1   
VDS 08 Group 2   
VDS 09 Group 2   
VDS 10 Group 1 31/03/11 
VDS 11 Group 2   
VDS 12 Group 2   
VDS 13 Group 1   
VDS 14 Group 1   
VDS 15 Group 2   
VDS 16 Group 1   
VDS 17 Group 2   
VDS 18 Group 1   
VDS 19 Group 2   
VDS 20 Group 1 20/07/11 
VDS 21 Group 1   
VDS 22 Group 1   
VDS 23 Group 2   
VDS 24 Group 2   
VDS 25 Group 2   
VDS 26 Group 1   
VDS 27 Group 2   
VDS 28 Group 2   
VDS 29 Group 1   
















VDS 31 Group 2   
VDS 32 Group 1   
VDS 33 Group 2   
VDS 34 Group 2   
VDS 35 Group 2   
VDS 36 Group 1   
VDS 37 Group 1   
VDS 38 Group 1   
VDS 39 Group 1   
VDS 40 Group 2 21/03/12 
VDS 41 Group 1   
VDS 42 Group 1   
VDS 43 Group 2   
VDS 44 Group 1   
VDS 45 Group 2   
VDS 46 Group 2   
VDS 47 Group 1   
VDS 48 Group 2   
VDS 49 Group 2   
VDS 50 Group 1 21/03/12 
VDS 51 Group 2   
VDS 52 Group 1   
VDS 53 Group 2   
VDS 54 Group 2   
VDS 55 Group 2   
VDS 56 Group 1   
VDS 57 Group 1   
VDS 58 Group 1   
VDS 59 Group 1   







AAMP (Palmer et al., 2003) 
ABCA11P (Haussler et al., 2013) 
ABCB1 (Haussler et al., 2013, Meyer et al., 2012) 
ABCD1 (Haussler et al., 2013) 
ACTA2 (Mapes et al., 2014) 
ACTB (Palmer et al., 2003) 
ACTG2 (Mapes et al., 2014) 
ACTN1 (Palmer et al., 2003) 
ADAM17 (Palmer et al., 2003) 
AIG1 (Wang et al., 2005) 
AKAP12 (Mapes et al., 2014, Palmer et al., 2003) 
AKR1C1 (Wang et al., 2005) 
AKR1C2 (Wang et al., 2005) 
AKT1 (Palmer et al., 2003) 
ALOX5 (Carlberg and Campbell, 2012) 
ALPI (Haussler et al., 2013) 
ALPL (Ebert et al., 2006) 
ALPPL2 (Haussler et al., 2013) 
ALS2 (Wang et al., 2005) 
AMOTL1 (Wang et al., 2005) 
ANKMY2 (Wang et al., 2005) 
ANXA6 (Palmer et al., 2003) 
AP1G1 (Wood et al., 2004) 
AP1S1 (Palmer et al., 2003) 
APOBEC1 (Palmer et al., 2003) 
APOE (Mapes et al., 2014) 
AREG (Wood et al., 2004) 
ARF6 (Palmer et al., 2003) 
ARH (Wang et al., 2005) 
ARHGAP5 (Palmer et al., 2003) 
ARHGAP10 (Wang et al., 2005) 
ARHGAP29 (Palmer et al., 2003) 
ARHGAP35 (Palmer et al., 2003) 
ARHGDIA (Palmer et al., 2003) 
ARHGEF2 (Palmer et al., 2003) 
ARL8 (Wang et al., 2005) 
ARL5B (Mapes et al., 2014) 
ARL2BP (Wang et al., 2005) 
ASCL2 (Palmer et al., 2003) 
ATF3 (Palmer et al., 2003) 
ATP8B1 (Wang et al., 2005) 
	 145	
ATP2C2 (Haussler et al., 2013) 
AURKA (Palmer et al., 2003) 
AXL (Palmer et al., 2003) 
B4GALT6 (Wang et al., 2005) 
BAG1 (Díaz et al., 2000, Barnes et al., 2005) 
BAK1 (Díaz et al., 2000, Barnes et al., 2005) 
BAX (Palmer et al., 2003) 
BCAR3 (Palmer et al., 2003) 
BENE (Wang et al., 2005) 
BGLAP (Ebert et al., 2006) 
BIRC5 (Liu et al., 2010) 
BMP6 (Wang et al., 2005) 
BSG (Palmer et al., 2003) 
BTLA (Carlberg and Campbell, 2012) 
C1orf131 (Mapes et al., 2014) 
C3orf52 (Mapes et al., 2014) 
C9orf89 (Carlberg and Campbell, 2012) 
C12orf36 (Mapes et al., 2014) 
C14orf149 (Wang et al., 2005) 
C20orf82 (Wang et al., 2005) 
C1QB (Mapes et al., 2014) 
C1QC (Mapes et al., 2014) 
C1QTNF5 (Mapes et al., 2014) 
CA2 (Wang et al., 2005, Palmer et al., 2003) 
CA9 (Meyer et al., 2012) 
CA12 (Kriebitzsch et al., 2009, Wood et al., 2004) 
CALB1 (Meyer et al., 2012) 
CALB2 (Palmer et al., 2003) 
CAMP (Gombart et al., 2005, Kriebitzsch et al., 2009)) 
CAPN7 (Wang et al., 2005) 
CARHSP1 (Wang et al., 2005) 
CaSR (Fetahu et al., 2014) 
CAV2 (Palmer et al., 2003) 
CBLB (Palmer et al., 2003) 
CCDC85B (Palmer et al., 2003) 
CCL20 (Palmer et al., 2003) 
CCNC (Ebert et al., 2006) 
CCNF (Kriebitzsch et al., 2009, Palmer et al., 2003) 
CD14 (Ebert et al., 2006) 
CD55 (Palmer et al., 2003) 
CD86 (Wang et al., 2005) 
CD151 (Palmer et al., 2003) 
CD200 (Carlberg and Campbell, 2012) 
CDC34 (Haussler et al., 2013) 
CDH1 (Palmer et al., 2003) 
CDK16 (Palmer et al., 2003) 
CDKN1A (Carlberg and Campbell, 2012) 
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CDKN1B (Carlberg and Campbell, 2012) 
CDX-2 (Haussler et al., 2013) 
CEACAM6 (Haussler et al., 2013) 
CEBPA (Haussler et al., 2013) 
CEBPB (Palmer et al., 2003, Ebert et al., 2006) 
CEBPG (Palmer et al., 2003) 
CELF1 (Palmer et al., 2003) 
CENTG3 (Wang et al., 2005) 
CFL2 (Wang et al., 2005) 
CHST7 (Wang et al., 2005) 
CHST11 (Wang et al., 2005) 
CITED2 (Palmer et al., 2003) 
CKS1B (Ebert et al., 2006) 
CLCF1 (Mapes et al., 2014) 
CLDN2 (Haussler et al., 2013, Fujita et al., 2008) 
CLDN12 (Fujita et al., 2008) 
CLDN23 (Mapes et al., 2014) 
CLGN (Wang et al., 2005) 
CLU (Palmer et al., 2003) 
CMKOR1 (Wang et al., 2005) 
CNGB1 (Wang et al., 2005) 
CNOT3 (Palmer et al., 2003) 
COL1A1 (Wang et al., 2005, Ebert et al., 2006) 
COL3A1 (Mapes et al., 2014) 
COL13A1 (Wang et al., 2005) 
COL1A2 (Mapes et al., 2014) 
COL5A2 (Mapes et al., 2014) 
COL4A5 (Mapes et al., 2014) 
CORO1C (Pereira et al., 2012) 
COX-2 (Hummel et al., 2014) 
CPVL (Mapes et al., 2014) 
CRABP2 (Palmer et al., 2003) 
CRLF1 (Palmer et al., 2003) 
CSF1R (Mapes et al., 2014) 
CST1 (Palmer et al., 2003) 
CST5 (Palmer et al., 2003) 
CST6 (Wang et al., 2005) 
CTAGE5 (Palmer et al., 2003) 
CTDSPL (Palmer et al., 2003) 
CTSD (Wang et al., 2005) 
CXCL14 (Mapes et al., 2014, Wang et al., 2005) 
CXorf6 (Wang et al., 2005) 
CYP1A1 (Haussler et al., 2013) 
CYP24A1 (Palmer et al., 2003, Haussler et al., 2013, Mapes et al., 2014, Meyer et al., 2012) 
CYP2B (Jurutka et al., 2005) 
CYP26B1 (Wang et al., 2005) 
CYP27B1 (Meyer et al., 2012) 
	 147	
CYP2B6 (Palmer et al., 2003, Meyer et al., 2012) 
CYP2C9 (Ebert et al., 2006) 
CYP2R1 (Ahn et al., 2010) 
CYP2S1 (Haussler et al., 2013) 
CYP3A (Ebert et al., 2006) 
CYP3A4 (Ebert et al., 2006, Thompson et al., 2002) 
CYP3A5 (Palmer et al., 2003, Haussler et al., 2013) 
CYP3A7 (Wang et al., 2005) 
CYP3A43 (Palmer et al., 2003) 
CYR61 (Palmer et al., 2003) 
DACT2 (Haussler et al., 2013) 
DAP (Palmer et al., 2003) 
DBC-1 (Wang et al., 2005) 
DDIT4 (Mapes et al., 2014) 
DDX39B (Palmer et al., 2003) 
DEFB32 (Haussler et al., 2013) 
DEFB4A (Wang et al., 2005) 
DGAT1 (Palmer et al., 2003) 
DGAT2 (Wang et al., 2005) 
DHFR (Wang et al., 2005, Palmer et al., 2003) 
DKFZp761P0423 (Wang et al., 2005) 
DKFZp762A217 (Wang et al., 2005) 
DKFZp762C186 (Wang et al., 2005) 
DKK1 (Meyer et al., 2012) 
DKK4 (Pendas-Franco et al., 2008) 
DLST (Palmer et al., 2003) 
DLX2 (Wang et al., 2005) 
DMRT2 (Mapes et al., 2014) 
DOCK4 (Wang et al., 2005) 
DRCTNNB1A (Wang et al., 2005) 
DTR (Wang et al., 2005) 
DUSP5 (Mapes et al., 2014) 
DUSP8 (Palmer et al., 2003) 
DUSP10 (Palmer et al., 2003) 
E2-EPF (Palmer et al., 2003) 
E4BP4 (Palmer et al., 2003) 
EDNRB (Mapes et al., 2014) 
EFNA5 (Haussler et al., 2013) 
EFTUD1 (Mapes et al., 2014) 
EGFR (Palmer et al., 2003) 
EGR3 (Wang et al., 2005) 
EID3 (Mapes et al., 2014) 
EIF2S3 (Palmer et al., 2003) 
EIF3J (Palmer et al., 2003) 
EIF4EBP1 (Kriebitzsch et al., 2009, Palmer et al., 2003) 
ELL (Heikkinen et al., 2011) 
EMP1 (Palmer et al., 2003) 
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EMP3 (Palmer et al., 2003) 
ENSG00000229470 (Kriebitzsch et al., 2009) 
ENTPD3 (Wang et al., 2005) 
EOMES (Wang et al., 2005) 
EPHB4 (Haussler et al., 2013) 
EPHX1 (Palmer et al., 2003) 
ESR1 (Wang et al., 2005) 
EXT1 (Palmer et al., 2003) 
EZR (Pereira et al., 2012) 
F3 (Mapes et al., 2014) 
FAM38A (Wang et al., 2005) 
FBXO3 (Wang et al., 2005) 
FCER1G (Mapes et al., 2014) 
FEM1B (Wang et al., 2005) 
FGD3 (Wang et al., 2005) 
FGD6 (Mapes et al., 2014) 
FGF23 (Pike et al., 2012) 
FGFBP1 (Wang et al., 2005) 
FICD (Palmer et al., 2003) 
FLJ12552 (Wood et al., 2004) 
FLJ20668 (Wang et al., 2005) 
FLJ35024 (Mapes et al., 2014) 
FLJ38607 (Wang et al., 2005) 
FLNA (Palmer et al., 2003) 
FOS (Meyer et al., 2012) 
FOXF1 (Wang et al., 2005, Palmer et al., 2003) 
FOXN2 (Palmer et al., 2003) 
FOXO1 (Wang et al., 2005) 
FOXO1A (Wang et al., 2005) 
FOXQ1 (Wang et al., 2005) 
FRAS1 (Wang et al., 2005) 
FSTL1 (Wang et al., 2005) 
FTH1 (Palmer et al., 2003) 
G6PD (Haussler et al., 2013) 
GADD45A (Wang et al., 2005, Palmer et al., 2003, Ebert et al., 2006) 
GALNT5 (Wang et al., 2005) 
GATA-2 (Palmer et al., 2003) 
GC (Ahn et al., 2010) 
GEM (Mapes et al., 2014) 
GLT8D4 (Haussler et al., 2013) 
GLUL (Palmer et al., 2003) 
GNA13 (Palmer et al., 2003) 
GNAQ (Palmer et al., 2003) 
GOLPH2 (Wang et al., 2005) 
GOS2 (Palmer et al., 2003) 
GPRC5A (Palmer et al., 2003) 
GPRC5B (Wang et al., 2005) 
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GPX1 (Palmer et al., 2003) 
GPX2 (Ebert et al., 2006) 
GPX4 (Palmer et al., 2003) 
GREM1 (Wang et al., 2005) 
GSN (Palmer et al., 2003) 
GSTA4 (Kriebitzsch et al., 2009) 
H1FX (Palmer et al., 2003) 
H2AFX (Palmer et al., 2003) 
HIF1A (Wang et al., 2005) 
HIRA (Palmer et al., 2003) 
HIST4H4 (Palmer et al., 2003) 
HIVEP3 (Wang et al., 2005) 
HMGCS1 (Palmer et al., 2003) 
HNRPH1 (Alvarez-Diaz et al., 2012) 
HR (Wang et al., 2005) 
HRAS (Palmer et al., 2003) 
HRASLS2 (Mapes et al., 2014) 
HSD3B1 (Palmer et al., 2003) 
HSD17B2 (Wang et al., 2005) 
HSD17B12 (Wang et al., 2005, Palmer et al., 2003) 
HSPA13 (Palmer et al., 2003) 
HSPB1 (Palmer et al., 2003) 
HT011 (Wang et al., 2005) 
HTR6 (Palmer et al., 2003) 
HUMPPA (Wang et al., 2005) 
IFIT2 (Wang et al., 2005) 
IFITM1 (Palmer et al., 2003) 
IFITM2 (Palmer et al., 2003) 
IFNG (Ebert et al., 2006) 
IGF2 (Pereira et al., 2012) 
IGFBP1 (Carlberg and Dunlop, 2006) 
IGFBP2 (Palmer et al., 2003, Carlberg and Dunlop, 2006) 
IGFBP3 (Kriebitzsch et al., 2009, Palmer et al., 2003, Carlberg and Dunlop, 2006) 
IGFBP4 (Palmer et al., 2003) 
IGFBP5 (Carlberg and Dunlop, 2006) 
IGFBP6 (Palmer et al., 2003, Carlberg and Dunlop, 2006) 
IL2 (Ebert et al., 2006) 
IL4 (Ebert et al., 2006) 
IL5 (Ebert et al., 2006) 
IL10 (Carlberg and Campbell, 2012) 
IL12B (Carlberg and Campbell, 2012) 
IL1R1 (Wang et al., 2005) 
IL1RL1 (Wang et al., 2005) 
IL6ST (Palmer et al., 2003) 
IRF1 (Wang et al., 2005) 
IRF8 (Haussler et al., 2013) 
ITM2A (Mapes et al., 2014) 
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ITPKB (Wang et al., 2005) 
JMJD2B (Wang et al., 2005) 
JUN (Palmer et al., 2003) 
JUNB (Wang et al., 2005, Palmer et al., 2003, Haussler et al., 2013) 
JUND (Palmer et al., 2003) 
KATNA1 (Palmer et al., 2003) 
KCNK9 (Wang et al., 2005) 
KCNMB3 (Wang et al., 2005) 
KDM6B (Pereira et al., 2011) 
KHSRP (Pereira et al., 2012) 
KIAA0256 (Wang et al., 2005) 
KIAA2018 (Wang et al., 2005) 
KIF22 (Palmer et al., 2003) 
KIF3C (Wang et al., 2005) 
KLHL4 (Wang et al., 2005) 
KLK6 (Wang et al., 2005, Kriebitzsch et al., 2009, Palmer et al., 2003) 
KLK9 (Meyer et al., 2012) 
KNG1 (Haussler et al., 2013) 
KPNA7 (Mapes et al., 2014) 
KRT2 (Palmer et al., 2003) 
KRT13 (Palmer et al., 2003) 
KRT15 (Palmer et al., 2003) 
LAMB2 (Palmer et al., 2003) 
LAMB3 (Palmer et al., 2003) 
LAMP3 (Palmer et al., 2003) 
LFNG (Wang et al., 2005) 
LILRB1 (Palmer et al., 2003) 
LINCR (Mapes et al., 2014) 
LMNA (Palmer et al., 2003) 
LOC83690 (Wang et al., 2005) 
LOC126669 (Wang et al., 2005) 
LOC153222 (Wang et al., 2005) 
LOC200230 (Wang et al., 2005) 
LOC340075 (Wang et al., 2005) 
LOC340274 (Mapes et al., 2014) 
LOC392871 (Mapes et al., 2014) 
LOC400578 (Mapes et al., 2014) 
LOC404636 (Wang et al., 2005) 
LOC440388 (Wang et al., 2005) 
LOC440398 (Wang et al., 2005) 
LOC642113 (Mapes et al., 2014) 
LOC647450 (Mapes et al., 2014) 
LOC652102 (Mapes et al., 2014) 
LOC730525 (Mapes et al., 2014) 
LOC101929775 (Palmer et al., 2003) 
LRP5 (Pike et al., 2007) 
LRRFIP1 (Palmer et al., 2003) 
	 151	
LUM (Mapes et al., 2014) 
MAD (Wang et al., 2005) 
MAFB (Wang et al., 2005) 
MAFF (Palmer et al., 2003) 
MAN2C1 (Wang et al., 2005) 
MAOA (Palmer et al., 2003) 
MAPK8 (Picotto et al., 2012) 
MAPK14 (Picotto et al., 2012) 
MAT2A (Mapes et al., 2014) 
MAZ (Palmer et al., 2003) 
MCAM (Wang et al., 2005) 
MCM3 (Palmer et al., 2003) 
MCM4 (Palmer et al., 2003) 
MCM7 (Carlberg and Campbell, 2012) 
MCP (Wang et al., 2005) 
MDM4 (Palmer et al., 2003) 
MED9 (Haussler et al., 2013) 
MET (Palmer et al., 2003) 
MFI2 (Wang et al., 2005) 
MGC10500 (Wang et al., 2005) 
MGC26885 (Wang et al., 2005) 
MGC45731 (Wang et al., 2005) 
MGC102966 (Mapes et al., 2014) 
MGLL (Palmer et al., 2003) 
MIR22 (Pereira et al., 2012) 
MMP1 (Wang et al., 2005) 
MPRG (Wang et al., 2005) 
MR-1 (Wang et al., 2005) 
MRPS12 (Wang et al., 2005, Palmer et al., 2003) 
MTA1 (Palmer et al., 2003) 
MUC5B (Palmer et al., 2003) 
MUC6 (Palmer et al., 2003) 
MUT (Wang et al., 2005) 
MX2 (Haussler et al., 2013) 
MXRA5 (Mapes et al., 2014) 
MYC (Meyer et al., 2012) 
MYH11 (Mapes et al., 2014) 
MYO1C (Palmer et al., 2003) 
MYO9B (Carlberg and Campbell, 2012) 
NADSYN1 (Ahn et al., 2010) 
NCoR (Meyer and Pike, 2013) 
NCX1 (Pike et al., 2012) 
NDUFS8 (Palmer et al., 2003) 
NEFL (Wang et al., 2005) 
NELL2 (Alvarez-Diaz et al., 2012) 
NES1 (Palmer et al., 2003) 
NET1 (Mapes et al., 2014) 
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NF2 (Palmer et al., 2003) 
NFAT5 (Alvarez-Diaz et al., 2012) 
NFE2 (Palmer et al., 2003) 
NFE2L2 (Ebert et al., 2006) 
NINJ1 (Carlberg and Campbell, 2012) 
NKSF1 (Ebert et al., 2006) 
NME1 (Palmer et al., 2003) 
NOPD1 (Wang et al., 2005) 
NOX1 (Haussler et al., 2013) 
NR1D1 (Palmer et al., 2003) 
NR3C1 (Palmer et al., 2003) 
OASL (Mapes et al., 2014) 
OCLN (Palmer et al., 2001) 
OGDH (Palmer et al., 2003) 
OGN (Alvarez-Diaz et al., 2012) 
ORM1 (Haussler et al., 2013) 
ORM2 (Haussler et al., 2013) 
OSR2 (Wang et al., 2005) 
OXTR (Wang et al., 2005) 
P4HB (Palmer et al., 2003) 
PADI1 (Meyer et al., 2012) 
PAFAH1B3 (Palmer et al., 2003) 
PAK6 (Wang et al., 2005) 
PARP1 (Pereira et al., 2012) 
PAWR (Palmer et al., 2003) 
PAX9 (Wang et al., 2005) 
PCDH7 (Wang et al., 2005) 
PCNX (Wang et al., 2005) 
PCP4 (Palmer et al., 2003) 
PDE2A (Wang et al., 2005) 
PDE4D (Palmer et al., 2003) 
PDGFRA (Mapes et al., 2014, Leyssens et al., 2013) 
15-PGDH (Hummel et al., 2014) 
PGM2L1 (Wang et al., 2005) 
PEMT (Palmer et al., 2003) 
PEX3 (Wang et al., 2005) 
PIM1 (Mapes et al., 2014) 
PINK1 (Wang et al., 2005) 
PKM (Palmer et al., 2003) 
PKN1 (Palmer et al., 2003) 
PLA2G10 (Wang et al., 2005) 
PLAT (Mapes et al., 2014) 
PLEC (Palmer et al., 2003) 
PLEKHO2 (Wang et al., 2005) 
PMAIP1 (Palmer et al., 2003) 
PMS2 (Palmer et al., 2003) 
PODXL (Wang et al., 2005) 
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POLD1 (Palmer et al., 2003) 
PPARG2 (Ebert et al., 2006) 
PPM2C (Wang et al., 2005) 
PPP1R12A (Wang et al., 2005) 
PPP2R1A (Palmer et al., 2003) 
PPP2R5A (Palmer et al., 2003) 
PRK1 (Palmer et al., 2003) 
PRKAR1A (Palmer et al., 2003) 
PRKCI (Palmer et al., 2003) 
PRPF19 (Palmer et al., 2003) 
PRPS1 (Palmer et al., 2003) 
PRSS3 (Palmer et al., 2003) 
PRSS22 (Mapes et al., 2014) 
PSMB6 (Palmer et al., 2003) 
PSMF1 (Wang et al., 2005) 
PTGER4 (Wang et al., 2005) 
PTH (Pike et al., 2012) 
PTHLH (Wang et al., 2005, Pike et al., 2007) 
PTK7 (Palmer et al., 2003) 
PVR (Palmer et al., 2003) 
QSOX1 (Palmer et al., 2003) 
RAB2A (Palmer et al., 2003) 
RAB3IP (Wang et al., 2005) 
RACK7 (Palmer et al., 2003) 
RARRES1 (Wood et al., 2004) 
RASSF3 (Wang et al., 2005) 
RDX (Pereira et al., 2012) 
RELA (Leyssens et al., 2013) 
REPS2 (Palmer et al., 2003) 
RERE (Alvarez-Diaz et al., 2012) 
ROR1 (Wang et al., 2005) 
RP5-1022P6.2 (Mapes et al., 2014) 
RRBP1 (Palmer et al., 2003) 
RYK (Palmer et al., 2003) 
S100A4 (Mapes et al., 2014, Haussler et al., 2013) 
S100A11 (Palmer et al., 2003) 
SEC24A (Palmer et al., 2003) 
SEC14L1 (Mapes et al., 2014) 
SEL1L (Palmer et al., 2003) 
SEMA3B (Wang et al., 2005) 
SEMA3F (Wang et al., 2005) 
SEMA4B (Wang et al., 2005) 
SERPINA1 (Palmer et al., 2003) 
SERPINB1 (Wang et al., 2005) 
SFPQ (Pereira et al., 2012) 
SGCE (Mapes et al., 2014) 
SH2D1A (Palmer et al., 2003) 
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SH3TC1 (Mapes et al., 2014) 
SIGMAR1 (Palmer et al., 2003) 
SIL1 (Palmer et al., 2003) 
SIVA1 (Palmer et al., 2003) 
SKP2 (Ebert et al., 2006) 
SLC4A2 (Palmer et al., 2003) 
SLC5A3 (Palmer et al., 2003) 
SLC6A19 (Palmer et al., 2003) 
SCL15A3 (Mapes et al., 2014) 
SLC16A1 (Palmer et al., 2003) 
SLC20A1 (Mapes et al., 2014) 
SLC25A1 (Palmer et al., 2003) 
SLC30A1 (Mapes et al., 2014) 
SLC34A1 (Pike et al., 2012) 
SLC34A2 (Pike et al., 2012) 
SLC34A3 (Meyer et al., 2012) 
SLC37A2 (Carlberg and Campbell, 2012) 
SMAD6 (Palmer et al., 2003) 
SMARCA5 (Wang et al., 2005) 
SMARCE1 (Pereira et al., 2012) 
SNORA1 (Palmer et al., 2003) 
SOX9 (Meyer et al., 2012) 
SP100 (Heikkinen et al., 2011) 
SPP1 (Pike et al., 2012) 
SPR-2 (Palmer et al., 2003) 
SPRY2 (Palmer et al., 2003) 
SRI (Kriebitzsch et al., 2009) 
SRSF1 (Palmer et al., 2003) 
SRSF6 (Palmer et al., 2003) 
SSH1 (Wang et al., 2005) 
ST2 (Palmer et al., 2003) 
STAM2 (Palmer et al., 2003) 
STAMBP (Wang et al., 2005) 
STAT1 (Heikkinen et al., 2011) 
STXBP2 (Palmer et al., 2003) 
SULT1A2 (Haussler et al., 2013) 
SULT2A1 (Echchgadda et al., 2004) 
SULT1C2 (Haussler et al., 2013) 
SYK (Palmer et al., 2003) 
SYNGR1 (Wang et al., 2005) 
SYNJ2 (Wang et al., 2005) 
SYT (Palmer et al., 2003) 
SYT12 (Wang et al., 2005) 
T1A-2 (Wang et al., 2005) 
TACSTD2 (Mapes et al., 2014) 
TAF6L (Palmer et al., 2003) 
TARDBP (Pereira et al., 2012) 
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TAX1BP1 (Palmer et al., 2003) 
TCEA2 (Palmer et al., 2003) 
TDE2L (Wang et al., 2005) 
TDRKH (Wang et al., 2005) 
TEAD1 (Palmer et al., 2003) 
TFRC (Palmer et al., 2003) 
TGFB2 (Wang et al., 2005, Haussler et al., 2013) 
TGFBR1 (Palmer et al., 2003) 
TGIF (Palmer et al., 2003) 
TGM1 (Wang et al., 2005) 
THBD (Heikkinen et al., 2011, Carlberg and Campbell, 2012) 
THBS1 (Fernandez-Garcia et al., 2005) 
TIEG2 (Wang et al., 2005) 
TIF1 (Wang et al., 2005) 
TIMP2 (Haussler et al., 2013) 
TIMP3 (Haussler et al., 2013) 
TIPARP (Mapes et al., 2014) 
TJP1 (Pereira et al., 2012) 
TJP2 (Pereira et al., 2012) 
TK1 (Palmer et al., 2003) 
TL132 (Palmer et al., 2003) 
TM4SF1 (Wang et al., 2005) 
TM4SF11 (Wang et al., 2005) 
TM7SF3 (Wang et al., 2005) 
TMEM57 (Mapes et al., 2014) 
TMEM119 (Mapes et al., 2014) 
TMEPAI (Wang et al., 2005) 
TNFA1P8LS (Meyer et al., 2012) 
TNFSF11 (Pike et al., 2012) 
TNFRSF11B (Pike et al., 2012) 
TNFRSF21 (Wang et al., 2005) 
TNK1 (Palmer et al., 2003) 
TOB1 (Palmer et al., 2003) 
TOM40 (Palmer et al., 2003) 
TP53 (Palmer et al., 2003) 
TPM4 (Mapes et al., 2014) 
TPSB2 (Mapes et al., 2014) 
TRAF4 (Wang et al., 2005) 
TRIB1 (Wang et al., 2005) 
TRIO (Palmer et al., 2003) 
TRIM16 (Wang et al., 2005) 
TRIM23 (Wang et al., 2005) 
TRIM56 (Wang et al., 2005) 
TRPC1 (Palmer et al., 2003) 
TRPV5 (Pike et al., 2012) 
TRPV6 (Wang et al., 2005, Ebert et al., 2006, Haussler et al., 2013, Mapes et al., 2014, Meyer et al., 2012) 
TSKU (Mapes et al., 2014) 
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TUBA1A (Palmer et al., 2003) 
TUBB (Palmer et al., 2003) 
TUBB2A (Palmer et al., 2003) 
TULP3 (Palmer et al., 2003) 
TXNRD1 (Mapes et al., 2014, Ebert et al., 2006) 
TYK2 (Palmer et al., 2003) 
TYMS (Palmer et al., 2003) 
UBA1 (Palmer et al., 2003) 
UBE1 (Palmer et al., 2003) 
UBE2H (Palmer et al., 2003) 
UBE2S (Palmer et al., 2003) 
UBR5 (Palmer et al., 2003) 
UCA1 (Mapes et al., 2014) 
UGCG (Palmer et al., 2003) 
UGT1A (Kriebitzsch et al., 2009) 
UGT1A2 (Palmer et al., 2003) 
UGT1A4 (Palmer et al., 2003) 
UPP1 (Mapes et al., 2014, Palmer et al., 2003) 
UQCRC1 (Palmer et al., 2003) 
UST (Wang et al., 2005) 
VCL (Palmer et al., 2001) 
VDR (Wang et al., 2005) 
VEGFA (Fernandez-Garcia et al., 2005) 
VLDLR (Mapes et al., 2014) 
WDSAM1 (Wang et al., 2005) 
YOD1 (Mapes et al., 2014) 
ZBTB7A (Palmer et al., 2003) 
ZFYVE9 (Palmer et al., 2003) 
ZFAB (Palmer et al., 2003) 
ZKSCAN8 (Palmer et al., 2003) 
ZNF43 (Palmer et al., 2003) 
ZNF44 (Palmer et al., 2003) 
ZNF185 (Palmer et al., 2003) 
ZNF296 (Mapes et al., 2014) 
ZNF573 (Mapes et al., 2014) 
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CEL	File	 Study	Number	 260/280	 Comment	
VD21	 VDS01	N	 0.734	 	
VD22	 VDS01	T	 0.751	 	
	 	 	 	
VD111	 VDS02	N	 1.77	 	
VD112	 VDS02	T	 1.39	 	
	 	 	 	
VD23	 VDS03	N	 0.552	 	
VD24	 VDS03	T	 0.672	 	
	 	 	 	
VD25	 VDS04	N	 2.04	 	
VD26	 VDS04	T	 1.96	 	
	 	 	 	
VD113	 VDS05	N	 1.41	 	
VD114	 VDS05	T	 1.17	 	
	 	 	 	
VD27	 VDS06	N	 1.99	 	
VD28	 VDS06	T	 2.05	 	
	 	 	 	
VD29	 VDS07	N	 2.04	 	
	 183	
VD30	 VDS07	T	 2.2	 	
	 	 	 	
VD31	 VDS08	N	 2.08	 	
VD32	 VDS08	T	 2.03	 	
	 	 	 	
VD9	 VDS09	N	 0.789	 	
VD10	 VDS09	T	 0.919	 	
	 	 	 	
VD33	 VDS10	N	 2.11	 	
VD34	 VDS10	T	 2	 	
	 	 	 	
VD35	 VDS11	N	 1.99	 	
VD36	 VDS11	T	 2	 	
	 	 	 	
VD37	 VDS12	N	 2.09	 	
VD38	 VDS12	T	 2.05	 	
	 	 	 	
VD39	 VDS13	N	 2.02	 	
VD40	 VDS13	T	 2.01	 	
	 	 	 	
VD41	 VDS14	N	 2.05	 	
VD42	 VDS14	T	 2.12	 	
	 	 	 	
VD43	 VDS15	N	 2.02	 	
	 VDS15	T	 	 	
	 	 	 	
VD45	 VDS16	N	 2.07	 	
VD46	 VDS16	T	 1.6	 	
	 	 	 	
VD47	 VDS17	N	 2.2	 	
VD48	 VDS17	T	 2.14	 	
	 184	
	 	 	 	
	 VDS18	N	 	 No	tissue	collected	
	 VDS18	T	 	 	
	 	 	 	
VD49	 VDS19	N	 2.12	 	
VD50	 VDS19	T	 2.11	 	
	 	 	 	
VD51	 VDS20	N	 0.39	 	
VD52	 VDS20	T	 0.79	 	
	 	 	 	
VD44	 VDS21	N	 2.02	 	
	 VDS21	T	 	 	
	 	 	 	
VD57	 VDS22	N	 2.12	 	
VD58	 VDS22	T	 2.07	 	
	 	 	 	
VD17	 VDS23	N	 1.23	 	
VD18	 VDS23	T	 1.19	 	
	 	 	 	
VD11	 VDS24	N	 1.51	 	
VD12	 VDS24	T	 1.14	 	
	 	 	 	
VD59	 VDS25	N	 2.12	 	
VD60	 VDS25	T	 2.13	 	
	 	 	 	
VD61	 VDS26	N	 2.12	 	
VD62	 VDS26	T	 2.04	 	
	 	 	 	
VD19	 VDS27	N	 1.23	 	
VD20	 VDS27	T	 0.711	 	
	 	 	 	
	 185	
VD63	 VDS28	N	 2.1	 	
VD64	 VDS28	T	 2.06	 	
	 	 	 	
VD65	 VDS29	N	 2.1	 	
VD66	 VDS29	T	 2.04	 	
	 	 	 	
VD13	 VDS30	N	 0.674	 	
VD14	 VDS30	T	 1.27	 	
	 	 	 	
VD54	 VDS31	N	 2.09	 	
VD55	 VDS31	T1	caecal	 2.05	 	
VD56	 VDS31	T2	transverse	 2.02	 	
	 	 	 	
	 VDS32	N	 	 Tissue	put	in	formalin	
	 VDS32	T	 	 	
	 	 	 	
VD67	 VDS33	N	 2.09	 	
VD68	 VDS33	T	 2.08	 	
	 	 	 	
VD69	 VDS34	N	 2.12	 	
VD70	 VDS34	T	 2.08	 	
	 	 	 	
VD102	 VDS35	N	 1.36	 	
VD103	 VDS35	T1	transverse	 1	 	
VD104	 VDS35	T2	rectum	 1.84	 	
	 	 	 	
VD15	 VDS36	N	 0.933	 	
VD16	 VDS36	T	 1.09	 	
	 	 	 	
VD71	 VDS37	N	 2.11	 	
VD72	 VDS37	T	 2.05	 	
	 186	
	 	 	 	
VD73	 VDS38	N	 2.11	 	
VD74	 VDS38	T	 2.05	 	
	 	 	 	
VD75	 VDS39	N	 2.12	 	
VD76	 VDS39	T	 2	 	
	 	 	 	
VD77	 VDS40	N	 2.14	 	
VD78	 VDS40	T	 2.07	 	
	 	 	 	
VD83	 VDS41	N	 2.02	 	
VD84	 VDS41	T1	rectosigmoid	 2.07	 	
VD85	 VDS41		T2	B	transverse	 1.82	 	
	 	 	 	
	 	 	 	
VD79	 VDS42	N	 2.1	 	
VD80	 VDS42	T	 2.11	 	
	 	 	 	
VD81	 VDS43	N	 0.998	 	
VD82	 VDS43	T	 2.04	 	
	 	 	 	
VD86	 VDS44	N	 0.414	 	
	 VDS44	T	 	 	
	 	 	 	
VD87	 VDS45	N	 1.11	 	
VD88	 VDS45	T	 1.47	 	
	 	 	 	
VD89	 VDS46	N	 1.24	 	
VD90	 VDS46	T	 2.18	 	
	 	 	 	
VD91	 VDS47	N	 1.33	 	
	 187	
VD92	 VDS47	T	 1.24	 	
	 	 	 	
VD115	 VDS48	N	 0.96	 	
VD116	 VDS48	T	 1.51	 	
	 	 	 	
VD53	 VDS49	N	 2.07	 	
	 VDS49	T	 	 	
	 	 	 	
VD93	 VDS50	N	 1.3	 	
VD94	 VDS50	T	 1.09	 	
	 	 	 	
VD95	 VDS51	N	 1.4	 	
VD96	 VDS51	T	 1.74	 	
	 	 	 	
	 VDS52	N	 	 Patient	did	not	have	surgery	
	 VDS52	T	 	 	
	 	 	 	
VD117	 VDS53	N	 1.17	 	
VD118	 VDS53	T	 1.48	 	
	 	 	 	
VD97	 VDS54	N	 1.44	 	
VD98	 VDS54	T	 1.77	 	
	 	 	 	
VD99	 VDS55	N	 1.75	 	
	 VDS55	T	 	 	
	 	 	 	
VD100	 VDS56	N	 1.86	 	
VD101	 VDS56	T	 1.15	 	
	 	 	 	
VD105	 VDS57	N	 0.816	 	
VD106	 VDS57	T	 1.54	 	
	 188	
	 	 	 	
VD107	 VDS58	N	 1.27	 	
VD108	 VDS58	T	 0.59	 	
	 	 	 	
VD109	 VDS59	N	 1.42	 	





























Study	Number	 Treatment		 RIN	pre-adj	 RIN	post-adj	
VDS01N	 RNAlater®		 4.6	 N/A	
VDS01T	 RNAlater®		 2.7	 2.7	
VDS01N	 -80oC	 2.8	 2.8	
VDS01T	 -80oC	 2.7	 2.7	
VDS02N	 RNAlater®		 2.3	 2.3	
VDS02T	 RNAlater®		 2.6	 2.6	
VDS02N	 -80oC	 3.9	 3.9	
VDS02T	 -80oC	 6.5	 N/A	
VDS05N	 RNAlater®		 4.6	 N/A	
VDS05T	 RNAlater®		 3.1	 N/A	
VDS05N	 -80oC	 2.6	 N/A	
VDS05T	 -80oC	 2.7	 2.7	
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Heatmaps	for	top	100	genes	in	normal,	tumour	and	paired	tissue	analyses	
	
Figure	4A.	Heatmap	of	the	top	100	genes	expressed	in	the	single	gene	analysis	in	the	NORMAL	tissue.	
Treatmt	=	treatment;	black	indicates	the	treatment	arm	of	the	study.	The	cluster	colour	bar	has	been	
coded	to	demonstrate	the	5	main	clusters	in	the	sample	dendrogram.	The	red	colouring	indicates	
elevation	in	gene	expression.	Conversely,	the	green	colouring	indicates	reduction	in	gene	expression.	The	
intensity	of	colour	is	directly	related	to	the	magnitude	of	elevation	or	reduction	of	gene	expression.	
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Figure	4B.	Heatmap	of	the	top	100	genes	expressed	in	the	single	gene	analysis	in	the	TUMOUR	tissue.	
Treatmt	=	treatment;	black	indicates	the	treatment	arm	of	the	study.	The	cluster	colour	bar	has	been	
coded	to	demonstrate	the	2	main	clusters	in	the	sample	dendrogram	to	highlight	the	separation	of	the	
treatment	and	control	groups	into	two	clusters.	The	red	colouring	indicates	elevation	in	gene	expression.	
Conversely,	the	green	colouring	indicates	reduction	in	gene	expression.	The	intensity	of	colour	is	directly	
related	to	the	magnitude	of	elevation	or	reduction	of	gene	expression.	
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Figure	4C.	Heatmap	of	the	top	100	genes	expressed	in	the	single	gene	analysis	in	the	PAIRED	tissue.	
Treatmt	=	treatment;	black	indicates	the	treatment	arm	of	the	study.	The	cluster	colour	bar	has	been	
coded	to	demonstrate	the	5	main	clusters	in	the	sample	dendrogram.	The	red	colouring	indicates	
elevation	in	gene	expression.	Conversely,	the	green	colouring	indicates	reduction	in	gene	expression.	The	
intensity	of	colour	is	directly	related	to	the	magnitude	of	elevation	or	reduction	of	gene	expression.	
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Proliferation	metagene	across	the	treatment	and	placebo	groups.	Boxplots	of	the	proliferation	
metagene	across	the	treatment	and	placebo	arms.	
